
Faculty Member Contact Information 

Name: Dr. Ronald Worthington       

Department: Pharmaceutical Sciences    Phone Number: (618) 650-5168 

E-mail Address:  rworthi@siue.edu     Campus Box: 2000 

 

Description of the URCA Assistant Position 
This posting includes one funded position. In addition, the faculty member may be willing to mentor an additional, 

unfunded student. 

 

How many unfunded students is this professor taking in addition to his/her one funded student?   

This professor will be taking 2 additional, unfunded students 
(Students, if the faculty member will have both funded and unfunded students, he or she is free to select which student receives 

the funding. Funding cannot be split up between multiple students; only one student will receive it.) 

 

Which of the following apply to this position?  

 [] This position is only open to students who have declared a major in this discipline.  

 [] This project deals with social justice issues.  

 [] This project deals with sustainability (green) issues.  

 [X] This project deals with human health and wellness issues.  

 [] This project deals with community outreach.  

 [X] This mentor’s project is interdisciplinary in nature.  
 

*Yes, my project is truly interdisciplinary, please also mark me as interested in taking students from these 

areas: -- computer sciences, biology  

 

How many hours per week will your student(s) be required to work in this position?  
(Minimum is 6 hours per week; typical is 9.) 

 9 hours 

 

Will it be possible for your student(s) to earn course credit?     No 

 

Location of research/creative activities: any place where there is a computer with internet access, plus weekly 

meetings at the School of Pharmacy  

 

Brief description of the nature of the research/creative activity:  
Synonymous protein codon mutations (sSNPs) are usually thought to have no biological consequences, but that idea 

is incorrect. We study sSNPs in patient data the the National Cancer Institute Cancer Genome Atlas Project, and 

look at their effects on quantitative protein expression, likelihood of protein misfolding, alterations in protein 

splicing, and changes in regulation of gene expression by micro RNA gene products. We identify biomarkers of 

prognostic utility and potential novel therapeutic targets for treatment of cancer. 

 

Brief description of student responsibilities: 
 Students will obtain and analyze cancer patient data including whole genome sequence, RNA sequence data, whole 

genome epigenetic data, and quantitative proteogenomic data. Students will read past and current relevant scientific 

papers and use ideas from their readings and our discussions to study the patient data.  

 

URCA Assistant positions are designed to provide students with research or creative activities experience. As 

such, there should be measurable, appropriate outcome goals. What exactly should your student(s) have 

learned by the end of this experience? 
   1. The significance of synonymous mutations in normal protein function and cancer pathophysiology.  

   2. The workings of computational biology research projects  

   3. Important software tools for studying human genomics, proteomics, and the regulation of gene expression  

 

 

 

 

 



Requirements of Students 

 

If the position(s) require students to be available at certain times each week (as opposed to them being able to 

set their own hours), please indicate all required days and times: 

Students must attend in person a weekly 90 minute group meeting, at the School of Pharmacy, to be arranged to 

accommodate everyone's schedules. In addition, remote Zoom meetings will be called as needed. Otherwise, 

students are can basically set their own hours.  

  

If the location of the research/creative activities involves off campus work, must students provide their own 

transportation?  
N/A 

 

Must students have taken any prerequisite classes? Please list classes and preferred grades: 
introductory biology  

 

Other requirements or notes to applicants:   

willingness to learn about text parsing computer programming for collecting data from large datasets  

 

 


